=> d his 



(FILE 'HOME' ENTERED AT 14:57:53 ON 04 NOV 2005) 

FILE 1 REGISTRY 1 ENTERED AT 14:58:25 ON 04 NOV 2005 
E GACNNCGGGTTT/SQEN 5 
E TTGTGTGTAACAG/ SQEN 5 
E CAGGGTCAGTCC/SQEN 5 
E CCCCGTATCTAC / SQEN 
E ACTTTGCGAAAG/ SQEN 5 
E ACTTTGCGAAAG/ SQEN 5 
E CGAGCGTGAAGT/SQEN 5 
E GTCAAGGGCTGC/SQEN 5 
E GCGGTGGATGGG/ SQEN 5 
E GGGGGGGGCGGA/ SQEN 
E GGGGTGGGGG CG/SQEN 5 
E GGGTGGGGGCGGG/ SQEN 5 
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Here is the list of the requested sequences: 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<4O0> 



sapiens 



<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<4O0> 



SEQ ID NO 36 
LENGTH: 173 
TYPE: DNA 
ORGANISM: Homo 
FEATURE: 

NAME /KEY : misc_f eature 
LOCATION: ()..() 

OTHER INFORMATION: "n" refers to an undetermined base 
SEQUENCE: 36 

gacnncgggt ttgtgtgtaa cagggtcagt ccccgtatct actttgcgaa agcttcgagg 
cgagcgtgaa gtcaagggct gcggtggatg ggggtaaaan gcctcctcnt cccactgcct 
gcnccgtctt ggggtaaccc ctanccccca cccggngttn cnctttaatg etc 



SEQ ID NO 37 
LENGTH: 369 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 

NAME/ KEY: mi sc_f eature 
LOCATION: {)..(} 
OTHER INFORMATION: "n" 
SEQUENCE: 37 
tcactgtgcc gggtctctcc 
caaggtccgt gacccgcgga 
tgacacaatc gcccgcccgt 
tcccttcgcg tgcctctgcg 
ctccatcggg aagccggcaa 
gggggcggaa gttgaaatac 
ggatgccaa 



60 
120 
173 



refers to an undetermined base 



tncccggtcc 
ggtgatgggg 
cctccctcgc 
cacageggtg 
atgcgcttcc 
tgggacagaa 



aactccctta cttgtcctca 
gggataggag agccccaggg 
tgggagcega ttcagcctgt 
gcaccgcagg actccgggtc 
tcagccagac cgcggcgggg 
acacctgccc gtcccaaggg 



tctctgtccc 
acegcagagg 
gccgagcctc 
ccccccggct 
tgggggcggg 
aeggaaaact 



60 
120 
180 
240 
300 
360 
369 
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